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DHBV full genome sequence (US D16 Acc. No. K01839) 

1 catgctcatt tgaaagctta tgcaaaaatt aacgaggaat cactggatag ggctaggaga 
61 ttgctttggt ggcattacaa ctgtttactg tggggagaag ctcaagttac taactatatt 
121 tctcgtttgc gtacttggtt gtcaactcct gagaaatata gaggtagaga tgccccgacc 
181 attgaagcaa tcactagacc aatccaggtg gctcagggag gcagaaaaac aactacgggt 
241 actagaaaac ctcgtggact cgaacctaga agaagaaaag ttaaaaccac agttgtctat 
301 gggagaagac gttcaaagtc ccgggaaagg agagccccta caccccaacg tgcgggctcc 
361 cctctcccac gtagttcgag cagccaccat agatctccct cgcctaggaa ataaattacc 
42 1 tgctaggcat cacttaggta aattgtcagg actatatcaa atgaagggct gtacttttaa 
481 cccagaatgg aaagtaccag atatttcgga tactcatttt aatttagatg tagttaatga 
541 gtgcccttcc cgaaattgga aatatttgac tccagccaaa ttctggccca agagcatttc 
601 ctactttcct gtccaggtag gggttaaacc aaagtatcct gacaatgtga tgcaacatga 
661 atcaatagta ggtaaatatt taaccaggct ctatgaagca ggaatccttt ataagcggat 
72 1 atctaaacat ttggtcacat ttaaaggtca gccttataat tgggaacagc aacaccttgt 
781 caatcaacat cacatttatg atggggcaac atccagcaaa atcaatggac gtcagacgga 
841 tagaaggagg agaaatactg ttaaaccaac ttgccggaag gatgatccca aaagggactt 
901 tgacatggtc aggcaagttt ccaacactag atcacgtgtt agaccatgtg caaacaatgg 
961 aggagataaa caccctccag aatcagggag cttggcctgc tggggcggga aggagagtag 
1021 gattatcaaa tccgactcct caagagattc ctcagcccca gtggactccc gaggaagacc 
1081 aaaaagcacg cgaagctttt cgccgttatc aagaagaaag accaccggaa accaccacca 
1141 ttcctccgtc ttcccctcct cagtggaagc tacaacccgg ggacgatcca ctcctgggaa 
1201 atcagtctct cctcgagact catccgctat accagtcaga accagcggtg ccagtgataa 
1261 aaactccccc cttgaagaag aaaatgtctg gtaccttcgg gggaatacta gctggcctaa 
1321 tcggattact ggtaagcttt ttcttgttga taaaaattct agaaatactg aggaggctag 
1381 attggtggtg gatttctctc agttctccaa agggaaaaat gcaatgcgct ttccaagata 
1441 ctggagccca aatctctcca cattacgtag gatcttgccc gtggggatgc ccaggatttc 
1501 tttggaccta tctcaggctt tttatcatct tcctcttaat cctgctagta gcagcaggct 
1561 tgctgtatct gacggacaac gggtctacta ttttaggaaa gctccaatgg gcgtcggtct 
1621 cagccctttt ctcctccatc tcttcactac tgccctcgga tccgaaatct ctcgtcgctt 
1681 taacgtttgg actttcactt atatggatga cttcctcctc tgccacccaa acgctcgtca 
1741 ccttaacgca attagccacg ctgtctgctc ttttttacaa gagttaggaa taagaataaa 
1801 ctttgacaaa accacgcctt ctccggtgaa tgaaataaga ttcctcggtt accagattga 
1861 tgaaaatttc atgaagattg aagaaagcag atggaaagaa ttaaggactg taatcaagaa 
1921 aataaaagta ggagaatggt atgactggaa atgtattcaa agatttgtgg ggcatttgaa 
1981 ttttgttttg ccttttacta aaggtaatat tgaaatgtta aaaccaatgt atgctgctat 
2041 tactaaccaa gtaaacttta gcttctcttc atcctatagg actttgttat ataaactaac 
2101 aatgggtgtg tgtaaattaa gaataaagcc aaagtcctct gtacctttgc cacgtgtagc 



FIGURES 



wo 2004/092387 PCT/AU2004/000511 

4/12 



2161 tacagatgct accccaacac atggcgcaat atcccatatc accggcggga gcgcagtgtt 
2221 tgctttttca aaggtcagag atatacatgt tcaggaacta ttgatgtctt gtttagccaa 
2281 gataatgatt aaaccacgtt gtctcttatc tgattcaact tttgtttgcc ataagcgtta 
2341 tcagacgtta ccatggcatt ttgctatgtt ggccaaacaa ttgctcaaac cgatacaatt 
2401 gtactttgtc ccgagcaaat ataatcctgc tgacggccca tccaggcaca aacctcctga 
2461 ttggacggct tttccataca cccctctctc gaaagcaata tatattccac ataggctatg 
2521 tggaacttaa gaattacacc cctctccttc ggagctgctt gccaaggtat ctttacgtct 
2581 acattgctgt tgtcgtgtgt gactgtacct ttggtatgta ccattgttta tgattcttgc 
2641 ttatatatgg atatcaatgc ttctagagcc ttagccaatg tgtatgatct accagatgat 
2701 ttctttccaa aaatagatga tcttgttaga gatgctaaag acgctttaga gccttattgg 
2761 aaatcagatt caataaagaa acatgttttg attgcaactc actttgtgga tctcattgaa 
2821 gacttctggc agactacaca gggcatgcat gaaatagccg aatcattaag agctgttata 
2881 cctcccacta ctactcctgt tccaccgggt tatcttattc agcacgagga agctgaagag 
. 2941 atacctttgg gagatttatt taaacaccaa gaagaaagga tagtaagttt ccaacccgac 
3001 tatccgatta cggctagaat t 



FIGURE 3 Cont 
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A. SigLATMl -62.661 membrane fraction 
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A. DL/S VLPsisucrose step gradient profile 
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B . DLATM1-E2.465 VLPs: sucrose step gradient profile 
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Q ^ DLATM 1 -HpreS VLPs: sucrose step gradient profile 
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FIGURE 7 
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